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BIOTECHNOLOGY E g*-~B 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: C9 S$H\WB_ 

Source: 1 

Date Processed by STIC: /J//3/2^0^ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTTN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement chsk/OT-Rom.. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 



RAW SEQUENCE LISTING DATE : 11/13/2002 

PATENT APPLICATION: US/09/584 , 4 11B TIME: 15:46:07 



Input Set : A:\CURA52NEW.APP 

Output Set: N:\CRF4\11132002\I584411B.raw 

5 <110> APPLICANT: Shimkets, Richard 

6 Fernandes, Elma 

7 Hermann, John 

8 Vernet, Corine 

10 <120> TITLE OF INVENTION: Novel Polynucleotides and Polypeptides Encoded Thereby 

12 <130> FILE REFERENCE: 15966-552 

14 <140> CURRENT APPLICATION NUMBER: 09/584, 411B 

15 <141> CURRENT FILING DATE: 2002-10-24 

17 <150> PRIOR APPLICATION NUMBER: USSN 60/137,322 

18 <151> PRIOR FILING DATE: 1999-06-03 

20 <150> PRIOR APPLICATION NUMBER: USSN 60/189,810 

21 <151> PRIOR FILING DATE: 2000-03-16 

23 <150> PRIOR APPLICATION NUMBER: USSN 60/191,158 

24 <151> PRIOR FILING DATE: 2000-03-22 

26 <150> PRIOR APPLICATION NUMBER: USSN 60/193,086 

27 <151> PRIOR FILING DATE: 2000-03-30 

29 <150> PRIOR APPLICATION NUMBER: USSN 60/201,388 

30 <151> PRIOR FILING DATE: 2000-05-03 

32 <160> NUMBER OF SEQ ID NOS : 93- _ pW 

metier 



34 <1 7 0> .SOFTWARE: Patentln Ver . 2.0 ' -.,v,i. Qo© s ^°* "w© 6 ^®^ 



ERRORED SEQUENCES 



8124 <212> TYPE: PR TV. 



E--> 8125 K214 jHomo sapiens 

W--> 8127 <7T3> ORGANISM: 

8127 <400> SEQUENCE: 44 

8128 Met Glu Ala Ala Pro Ser Arg Phe Met Phe Leu Leu Phe Leu Leu Thr 
8130 1 5 ■ < 10 15 
8134 Cys Glu Leu Ala Ala Glu Val Ala Ala Glu 'Val Glu Lys Ser Ser Asp 
8136 20 *25 30 

8140 Gly Pro Gly Ala Ala Gin Glu Pro Thr Trp Leu Thr Asp Val Pro Ala 

8142 35 40 45 

8146 Ala Met Glu Phe He Ala Ala Thr Glu Val Ala Val He Gly Phe Phe 

8148 50 55 60 

8152 Gin Asp Leu Glu He Pro Ala Val Pro He Leu His Ser Met Val Gin 

8154 65 70 75 80 

8158 Lys Phe Pro Gly Val Ser Phe Gly He Ser Thr Asp Ser Glu Val Leu 

8160 85 90 95 

8164 Thr His Tyr Asn He Thr Gly Asn Thr He Cys Leu Phe Arg Leu Val 
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RAW SEQUENCE LISTING DATE: 11/13/2002 

PATENT APPLICATION: US/09/584 , 4 11B TIME: 15:46:08 

Input Set : A:\CURA52NEW.APP 

Output Set: N:\CRF4\11132002\I584411B.raw 

8166 100 105 110 

8170 Asp Asn Glu Gin Leu Asn Leu Glu Asp Glu Asp lie Glu Ser lie Asp 

8172 115 120 125 

8176 Ala Thr Lys Leu Ser Arg Phe lie Glu lie Asn Ser Leu His Met Val 

8178 130 135 140 

8182 Thr Glu Tyr Asn Pro Val Thr Val He Gly Leu Phe Asn Ser Val He 

8184 145 150 155 160 

8188 Gin He His Leu Leu Leu He Met Asn Lys Ala Ser Pro Glu Tyr Glu 

8190 165 170 175 

8194 Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Gin Gly Lys 

8196 180 185 190 

8200 He Leu Phe He Leu Val Asp Ser Gly Met Lys Glu Asn Gly Lys Val 

8202 195 200 205 

8206 He Ser Phe Phe Lys Leu Lys Glu Ser Gin Leu Pro Ala Leu Ala He 

8208 210 215 220 

8212 Tyr Gin Thr Leu Asp Asp Glu Trp Asp Thr Leu Pro Thr Ala Glu Val 
8214 225 230 235 240 

8218 Ser Val Glu His Val Gin Asn Phe Cys Asp Gly Phe 
8220 245 - ' 250 
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RAW SEQUENCE LISTING DATE : 11/19/2002 

PATENT APPLICATION: US/09/584 , 411B TIME: 08:53:39 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\11192002\l584411B.raw 

215 Ser Thr He Ser Glu Lys Val He Phe Phe Glu Leu He Leu Asp Asn 
217 115 120 125 

221 Met Gly Glu Gin Ala Gin Glu Gin Glu Asp Trp Lys Lys Tyr He Thr 
223 130 135 140 

227 Gly Thr Asp He Leu Asp Met Lys Leu Glu Asp He Leu Asp Leu Pro 
229 145 150 155 160 

233 Gly Arg Pro Leu Glu Pro Tyr Ser Glu 
235 165 

238 <210> SEQ ID NO: 3 

239 <211> LENGTH: 2342 

240 <212> TYPE: DNA 

241 <213> ORGANISM: Homo sapiens 

243 <220> FEATURE: 

244 <221> NAME /KEY: CDS 

245 <222> LOCATION: (110) (1750) 

247 <220> FEATURE: 

248 <221> NAME /KEY : variation 

249 <222> LOCATION: (2228) ^ 

250 <223> OTHER INFORMATION: where n can be any nucleotide 

252 <220> FEATURE: 

253 <221> NAME/KEY: variation 

254 <222> LOCATION: (2262) 

255 <223> OTHER INFORMATION: where n can be any nucleotide 

257 <220> FEATURE: 

258 <221> NAME /KEY : variation 

259 <222> LOCATION: (2293) 

260 <223> OTHER INFORMATION: where n can be any nucleotide 

262 <220> FEATURE: 

263 <221> NAME /KEY : variation 

264 <222> LOCATION: (2302) 

265 <223> OTHER INFORMATION: where n can be any nucleotide 

267 <220> FEATURE: 

268 <221> NAME /KEY : variation / 

269 <222> LOCATION: (2333) r 1 ♦ ) 

270 <223> OTHER INFORMATION: where n can be any nucleotide [ >w? Q j^Slf ft&jfl-' 

272 <220> FEATURE: V r I 0 

273 <221> NAME/KEY: variation / 

274 <222> LOCATION: (2342) 

275 <223> OTHER INFORMATION: where n can be any nucleotide 

277 <400> SEQUENCE: 3 

278 agacccgctg agctgctagc ccgccggcca gcgagtgaga ggtcggacag actgtggagc 60 
282 cgacagactg aaggacagcg gcaccgccag acggccagaa agttccgcc atg age tgg 118 
284 Met Ser Trp 
286 1 

290 ggc acg gag ctg tgg gat cag ttc gac age tta gac aag cat aca caa 166 
292 Gly Thr Glu Leu Trp Asp Gin Phe Asp Ser Leu Asp Lys His Thr Gin 
294 5 10 15 

298 tgg gga att gac ttc ttg gaa aga tat gec aaa ttt gtt aaa gag agg 214 
300 Trp Gly He Asp Phe Leu Glu Arg Tyr Ala Lys Phe Val Lys Glu Arg 
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... m 09/&tW/8 

gtngtgcaat cnctttgtca acatctccag cactat^gtt ccntcttagg tn 2342 



<210> 4 




RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/584 , 411B 



DATE: 11/19/2002 
TIME: 08:53:40 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\11192002\l584411B.raw 



lease Note: 



Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

, . / . / s 

Seq#:3; N Pos. 2228, 2262, 2293, 2302, 2327, 2333, 23'42 

Seq#:7; N Pos. 1148,14 98,1925,1943,1969,1970,1971,1972 

Seq#:7; Xaa Pos. 53 

Xaa Pos. 53 

64, 65 

, 22 

, 56, 66,83, 104, 112, 113,135 
, 1303 
, 324 



Seq#:8; 
Seq#:9; N Pos. 
Seq#:ll; N Pos. 



Seq#:15; N Pos. 

Seq#:21; N Pos. 

Seq#:29; N Pos. 

Seq#:29; Xaa Pos. 5 

Seq#:30; Xaa Pos. 5 

Seq#:45; N Pos. 3082 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 
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4, 


Line 


s) 


Seq#: 


4, 


Line 


is) 


Seq#: 


4, 


Line 


s ) 


Seq# : 


4, 


Line 


s) 



1, 3, 10, 14, 17, 20 
47,49, 51, 52, 54, 
86, 88, 90, 92, 94, 
118, 120, 122, 124 
148, 150, 152, 154 
164, 165, 166, 168 
189, 191, 193, 195 
219,221,223,225 
239,240,241,243 
262,263,265,267 
286,288,290,292 
316, 318, 320, 322 
346, 348, 350, 352 
376,378,380,382 
406, 408, 410, 412 
436, 438, 440, 442 
466, 468, 470, 472 
496,498,500,502 
526, 528, 530, 532 
556, 558, 560, 562 
586, 588, 590, 592 
602, 603, 604, 606 
629, 631, 633, 635 
659, 661, 663, 665 
689, 691, 693, 695 
719, 721, 723, 725 
749,751,753,755 



, 23, 26, 29, 32, 34, 36, 37, 38, 39, 41, 4 2, 4 3, 4 4, 4 6 
56,58, 60, 62, 64, 66, 68, 70, 72, 74, 7 6, 78, 80, 82, 8 4 
96, 98, 100, 102, 104, 106, 108, 110, 112, 114, 116 
,126, 128, 130, 132, 134 , 136, 138, 14 0, 142, 14 4 , 14 6 
, 156, 158, 160, 163 

, 169, 17 0, 172, 17 3, 175, 17 7, 17 9, 181, 183, 185, 187 
, 197, 199, 201, 203, 205, 207, 209, 211, 213, 215, 217 
,227,229, 231,233,235,238 

,244,245,247,24 8,250,252,253,255,257,258,260 
,2 68,270,272,273, 275,27 6,277,278,280,282,284 
, 294,296,2 98,300, 302, 304, 306, 308, 310, 312, 314 
,324,326,328,330,332,334,336, 338,34 0,342,34 4 
,354,356, 358, 360, 362, 364, 366, 368, 370, 372, 374 
, 384, 38 6, 388, 390, 392, 394, 396, 398 , 400, 4 02 , 404 
, 414, 416, 418, 420, 422, 424, 426, 428, 4 30, 4 32, 434 
, 4 44, 4 4 6, 4 48, 450, 4 52, 454, 4 56, 458, 4 60, 4 62, 4 64 
,474,47 6,4 78,4 80,4 82,484,4 86,488,4 90,4 92,4 94 
, 504, 506, 508, 510, 512, 514, 516, 518, 520, 522, 524 
, 534, 536, 538, 54 0, 54 2 , 54 4 , 54 6, 54 8, 550, 552, 554 
, 564, 566, 568, 570, 572, 574, 57 6, 578, 580, 582, 584 
, 594, 596, 598, 600, 601 

, 607, 609, 611, 613, 615, 617, 619, 621, 623, 625, 627 
, 637, 639, 641, 64 3, 64 5, 64 7, 64 9, 651, 653, 655, 657 
, 667, 669, 671, 673, 675, 677, 679, 681, 683, 685, 687 
, 697, 699,701, 703, 705, 707, 709, 711, 713, 715, 717 
, 727, 729, 731, 733, 735, 737, 739, 74 1, 74 3, 74 5, 74 7 
,757,759,7 61,763,7 65,7 67,769,771,773,775,777 
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